


 

Supplementary Figure 1. Three-gene phylogeny of Trichiales with the focus on the genus Arcyria 

(final tree, 178 leaves). The dataset was down-sampled to include only one representative sequence 

per terminal cluster of Arcyria s. l. produced in this study added to the alignment of García-Cunchillos 

et al. 2022. Bayesian consensus tree based on concatenated dataset of 18S, EF-1α and 17S 

sequences is shown and branch support values from IQTree analysis are added. Numbers at nodes 

before and after slash (/) indicate posterior probabilities/SH-aLRT/FBP support values respectively. 

Identical sequences were excluded from the tree. The colour of branches indicates the prevalent 

colouration of fruiting bodies. “Spiromyxa” designates a new genus and species Spiromyxa 

slocanensis, described below. Clades, marked here as A1a, A2b and A1c, correspond to the main 

evolutionary branches of Arcyriaceae s. s. (A1), while the clade A2 corresponds to the species which 

we transfer to the genus Heterotrichia. 


